Acanthamoeba keratitis is a painful disease characterized by a recalcitrant corneal ulceration and seen most commonly in wearers of soft contact lenses. Transmission is presumed to occur through contamination of contact lenses and lens cases with cysts and/or trophozoites originating from environmental sources (1, 12, 13, 15) . While 'Methods used for the recovery and generic identification of Acanthamoeba spp. have become standard, identification to the species level is more problematic and reflects uncertainty as to the validity of the 18 or more described species (11, 13, 14) . Species identification is essential, however, for epidemiologic studies.
The comparison of restriction endonuclease digest fragment patterns (fingerprints) of mitochondrial DNA (mtDNA) has been examined as an aid in taxonomy (3) (4) (5) ; for its potential in characterizing pathogenic and nonpathogenic Acanthamoeba spp. (8, 10, 16) ; and as a method for tracing possible sources of infection (9) . Of A total of seven different restriction endonuclease fingerprint groups emerged for the clinical isolates being studied (identified by us as AcUW [Acanthamoeba University of Washington] I to VII) ( Fig. 1) and are listed in descending order of frequency in Table 1 . The number of bands observed varied from 1 to 13, and bands smaller than 0.47 kb were not detected under the conditions used in this study. Fingerprints for all isolates within a group remained consistent for each enzyme tested (Fig. 2) . One enzyme, BamHI, produced a single band larger than 23 kb in AcUW I, III, and VI, although no other enzyme yielded a similar pattern among these three groups. Fingerprints for 14 (56%) environmental and 4 (40%) ATCC isolates were found to match those for the clinical isolates (Table 2) . Overall, five multiple-isolate groups (AcUW I to V) and two single-isolate groups (AcUW VI and VII) were identified.
AcUW I included three corneal, one contact lens, eight environmental, and two ATCC (A. castellani ATCC 30011, the authentic Castellani strain, and A. castellani ATCC 30868, the Nagington isolate from a human cornea) isolates. Fingerprints produced with EcoRI, HindIII, and BglII were also similar to those of group C of Kilvington et al., which included isolates from three keratitis cases in England (8) . While our initial analysis failed to detect two EcoRI bands of approximately 9.4 and 5.6 kb (data not shown) present in that study, repeated This study confirms the usefulness of mtDNA fingerprinting in the analysis of Acanthamoeba epidemiology and possibly systematics as well. The inclusion of a number of environmental isolates demonstrated that the most common clinical isolates do have counterparts readily recoverable from the surrounding environment. Furthermore, the diversity of mtDNA fingerprints detected indicates that the development of specific gene probes is possible and may augment studies of the amoebic genome in determining taxonomic relationships of members of the genus. While the use of this technique in the typing of pathogenic and nonpathogenic Acanthamoeba isolates appears promising, future studies correlating such typing with traditional in vivo and in vitro pathogenicity assays will need to be performed.
